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CORUM:306: Ribosome, cytoplasmic

CORUM:5380: TRBP containing complex (DICER, RPL7A, EIF6, MOV10 and subunits of the 60S ribosomal particle)
WP3888: VEGFA-VEGFR2 signaling

G0:0042255: ribosome assembly

R-HSA-114608: Platelet degranulation

R-HSA-6798695: Neutrophil degranulation

G0:2001242: regulation of intrinsic apoptotic signaling pathway

G0:0006364: rRNA processing

G0:0006959: humoral immune response

R-HSA-1280215: Cytokine Signaling in Immune system

R-HSA-9637628: Modulation by Mtb of host immune system

WP5055: Burn wound healing

G0:1901798: positive regulation of signal transduction by p53 class mediator

G0:0030162: regulation of proteolysis

hsa05012: Parkinson disease

G0:0034248: regulation of amide metabolic process

G0:0044403: biological process involved in symbiotic interaction

hsa04145: Phagosome

WP4629: Aerobic glycolysis

R-HSA-381426: Regulation of Insulin-like Growth Factor (IGF) transport and uptake by Insulin-like Growth Factor Binding Proteins (IGFBPs)



